(American Journal of Human Genetics 84, 148-161; February 2009) Because data from one large study of autism 1 provided genomic coordinates for an exceptionally small fraction of CNVs (31 CNVs in 1562 samples) found in affected individuals, we have repeated the analysis summarized in Table 2 from our recent paper excluding data from that particular study. The new analysis includes CNVs from a total of 10,972 individuals: 5,674 controls as before, but only 5,298 affected individuals as compared to 6,860 in our previous analysis. The ranking among the top-scoring loci has changed slightly (see Alternate 
